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Total cellular RNA was isolated from SECs using a Qiagen RNA isolation kit (Invitrogen) and 151 reverse-transcribed using an iScript cDNA synthesis kit (Biorad, Austin, TX, USA). An equal amount of 152 cDNA was used to amplify TLR-2 and TLR-4 using SYBR green PCR master mix (SA Biosciences, 153 Frederick, MA). Primers were designed using Primer Express software as follows: TLR-2 forward:
154 5'ACCTGTGTGACTCTCCATCC-3, reverse: 5'GCAGCATCATTGTTCTCTC-3; TLR-4 forward:
155 5'TTCCT CTCCTGCGTGAGAC-3', reverse: 5'TTCATAGGGTTCAGGGACAG-3' and small proline- 187 Since sTLRs are thought to function as decoy receptors for their respective PAMPs, we measured sTLR-2
188 and sTLR-4 in saliva. We observed that while both sTLR-2 and sTLR-4 showed a trend toward 189 significance between both cohorts, only the reduction in sTLR-4 was significant (P ≤0.05; Fig. 1a & 2a) . 274  275  276  277  278  279  280  281  282  283  284  285  286  287  288  289  290  291  292  293  294  295  296  297  298  299  300  301  302  303  304  305  306  307  308  309  310  311  312  313  314 
